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The Biotechnology Systems Branch of ^^^^^^ 
(STIC) detected errors when processing the following CRF diskette. 



Application Serial Number: 0 

Art Unit / Team No. : 

Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS THE ERRORS DETECTED. 

PLEASE BE SURE TO FORWARD THIS INFORMATION TO THE APPLICANT! 
BY EITHER: 

1 1 ivn I IDING A COPY OF THIS PRINTOUT IN YOUR NEXT 
COMMmOTN TO THE APPL.CANTS ALONG WITH A NOTICE TO 

COMPLY or, 

2) CALLING APPLICANTS AND FAXING THEM A COPY OF THE PRINTOUT 
WITH A NOTICE TO COMPLY 

THIS WILL INSURE THAT THE NEXT SUBMISSION RECEIVED FROM THEN 
WILL BE ERROR FREE. 

IF YOU HAVE ANY FURTHER QUESTIONS, PLEASE CALL: 



MARK SPENCER 703-308-4212 



Raw Sequence Listing Error Summary 



FRROR DETECTED SUGGESTED CORRECTION 



SERIAL 



NUMBER: V (( •> J V ' 



ATTN- NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 

1 Wrapped Nucleics The number/text at the end of each line "wrapped" down to the next line. 

This may occur if your file was retrieved in a word processor after creating it. 

Please adjust your right margin to .3, as this will prevent "wrapping". 



Wrapped Aminos 



Incorrect Line Length 

Misaligned Amino Acid 
Numbering 

Non-ASCII 



Variable Length 



Patentin ver. 2.0 "bug" 



Skipped Sequences 
(OLD RULES) 



9 Skipped Sequences 

(NEW RULES) 



10 _ Use of n's or Xaa's 

(NEW RULES) 



The amino acid number/text at the end of each line "wrapped " down to the next line. 
This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent "wrapping". 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
between the numbering. It is recommended to delete any tabs and use spacing between the numbers. 

This file was not saved in ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in Patentin version 2.0 has caused the <220>-<223> section to be missing from amino acid 
sequence(s) Normally, Patentin would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 

to the subsequent amino acid sequence. 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

S^rSSKSS-SSoo not insert any head,ngs under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence is intentionally skipped 

Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence id number 
<400> sequence id number 
000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

in <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 



11 



12 



13 



Use of <213>Organism 
(NEW RULES) 

Use of <220>Feature 
(NEW RULES) 



Patentin ver. 2.0 "bug" 



Sequence(s) . 



_ are missing this mandatory field or its response. 



Sequence(s) are missing the <220>Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213>ORGANISM is "Artificial" or "Unknown- 
Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register," 6/01/98, Vol. 63, No. 104, pp. 29631-32) (Sec. 1.823 of new Ruies) 

Please do not use "Copy to Disk" function of Patentin version 2.0. This causes a corrupted 

file resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 

Instead, please use "File Manager or any other means to copy file to floppy disk. 



AKS-Biotechnology Systems Branch- 5/15/99 



OIPE 



PAGE- 1 RAW SEQUENCE LISTING DATE: 04/15/2000 

PAGE - 1 PATENT APPLICATION US/09/534, 376 TIME : 14:27:24 

Input Set: 1534376. RAW 
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This Raw Listing contains the General Information 
Section and up to first 5 pages- 




1 <110> APPLICANT: Alitalo, Kari 

3 <120> SSrOF^I^ENTION: VASCULAR ENDOTHELIAL GROWTH FACTOR C (VEGF-C) PROTEIN 

4 AND GENE, MUTANTS THEREOF, AND USES THEREOF 

5 <130> FILE REFERENCE: 28967/34140A 

6 <140> CURRENT APPLICATION NUMBER: US/09/534,376 

7 <141> CURRENT FILING DATE: 2000-03-24 

8 <150> EARLIER APPLICATION NUMBER: 09/355,700 

9 <151> EARLIER FILING DATE: 1999-11-05 . 

10 <150> EARLIER APPLICATION NUMBER: PCT/US98/01973 

11 <151> EARLIER FILING DATE: 1998-02-02 lJ ,, f \0'^ 

12 <150> EARLIER APPLICATION NUMBER: 08/795,430 q o ((0 cV '" 

13 <151> EARLIER FILING DATE: 1997-02-05 

14 <150> EARLIER APPLICATION NUMBER: PCT/FI96/00427 

15 <151> EARLIER FILING DATE: 1996-08-01 

16 < 150 > EARLIER APPLICATION NUMBER: 08/671,573 

17 <151> EARLIER FILING DATE: 1996-06-28 

18 <150> EARLIER APPLICATION NUMBER: 08/601,132 

19 <151> EARLIER FILING DATE: 1996-02-14 

20 <150> EARLIER APPLICATION NUMBER: 08/585,895 

21 <151> EARLIER FILING DATE: 1996-01-12 

22 <150> EARLIER APPLICATION NUMBER: 08/510,133 

23 <151> EARLIER FILING DATE: 1995-08-01 

24 <150> EARLIER APPLICATION NUMBER: 08/340,011 

2 5 <151> EARLIER FILING DATE: 1994-11-14 

26 <160> NUMBER OF SEQ ID NOS : 59 

27 <170> SOFTWARE: Patentln Ver. 2.0 

28 <210> SEQ ID NO 1 

29 <211> LENGTH: 4416 

30 <212> TYPE: DNA 

31 <213> ORGANISM: Homo sapiens 

32 <22 0> FEATURE: 

33 <223> OTHER INFORMATION: Human Flt4 cDNA (short form) 

34 <400> SEQUENCE: 1 „ cn 

35 ccacgcgcag cggccggaga tgcagcgggg cgccgcgctg tgcctgcgac tgtggctctg 60 
3 5 cctgggactc ctggacggcc tggtgagtgg ctactccatg acccccccga ccttgaacat 120 

cacggaggag tcacacgtca tcgacaccgg tgacagcctg tccatctcct gcaggggaca 180 



gcaccccctc gagtgggctt ggccaggagc tcaggaggcg ccagccaccg gagacaagga 240 
cagcgaggac acgggggtgg tgcgagactg cgagggcaca gacgccaggc "tactgcaa 300 
ggtgttgctg ctgcacgagg tacatgccaa cgacacaggc agctacgtct gctactacaa 360 
gtacatcaag gcacgcatcg agggcaccac ggccgccagc tcctacgtgt tcgtgagaga 420 
ctttgagcag ccattcatca acaagcctga cacgctcttg gtcaacagga aggacgccat 480 
gtgggtgccc tgtctggtgt ccatccccgg cctcaatgtc acgctgcgct =3««£"; * 4 ° 
ggtgctgtgg ccagacgggc aggaggtggt gtgggatgac cggcggggca tgctcgtgtc 600 



OIPE 



PACE • 2 RAW SEQUENCE LISTING DATE : 04/15/2000 

PAGE - 2 PATENT APPLICATION US/09/534,376 TIME : 14:27:24 

Input Set: 1534376. RAW 
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cacgccactg ctgcacgatg ccctgtacct gcagtgcgag accacctggg gagaccagga 660 
cttcctttcc aaccccttcc tggtgcacat cacaggcaac gagctctatg acatccagct 720 
gttgcccagg aagtcgctgg agctgctggt aggggagaag ctggtcctga actgcaccgt 780 
gtgggctgag tttaactcag gtgtcacctt tgactgggac tacccaggga agcaggcaga 840 
gcggggtaag tgggtgcccg agcgacgctc ccagcagacc cacacagaac tctccagcat 900 
cctgaccatc cacaacgtca gccagcacga cctgggctcg tatgtgtgca aggccaacaa 960 
cggcatccag cgatttcggg agagcaccga ggtcattgtg catgaaaatc ccttcatcag 1020 
cgtcgagtgg ctcaaaggac ccatcctgga ggccacggca ggagacgagc tggtgaagct 1080 
gcccgtgaag ctggcagcgt accccccgcc cgagttccag tggtacaagg atggaaaggc 1140 
actgtccggg cgccacagtc cacatgccct ggtgctcaag gaggtgacag aggccagcac 1200 
aggcacctac accctcgccc tgtggaactc cgctgctggc ctgaggcgca acatcagcct 1260 
ggagctggtg gtgaatgtgc ccccccagat acatgagaag gaggcctcct cccccagcat 1320 
ctactcgcgt cacagccgcc aggccctcac ctgcacggcc tacggggtgc ccctgcctct 1380 
cagcatccag tggcactggc ggccctggac accctgcaag atgtttgccc agcgtagtct 1440 
ccggcggcgg cagcagcaag acctcatgcc acagtgccgt gactggaggg cggtgaccac 1500 
gcaggatgcc gtgaacccca tcgagagcct ggacacctgg accgagtttg tggagggaaa 1560 
gaataagact gtgagcaagc tggtgatcca gaatgccaac gtgtctgcca tgtacaagtg 1620 
tgtggtctcc aacaaggtgg gccaggatga gcggctcatc tacttctatg tgaccaccat 1680 
ccccgacggc ttcaccatcg aatccaagcc atccgaggag ctactagagg gccagccggt 1740 
gctcctgagc tgccaagccg acagctacaa gtacgagcat ctgcgctggt accgcctcaa 1800 
cctgtccacg ctgcacgatg cgcacgggaa cccgcttctg ctcgactgca agaacgtgca 1860 
tctgttcgcc acccctctgg ccgccagcct ggaggaggtg gcacctgggg cgcgccacgc 1920 
cacgctcagc ctgagtatcc cccgcgtcgc gcccgagcac gagggccact atgtgtgcga 1980 
agtgcaagac cggcgcagcc atgacaagca ctgccacaag aagtacctgt cggtgcaggc 2040 
cctggaagcc cctcggctca cgcagaactt gaccgacctc ctggtgaacg tgagcgactc 2100 
gctggagatg cagtgcttgg tggccggagc gcacgcgccc agcatcgtgt ggtacaaaga 2160 
cgagaggctg ctggaggaaa agtctggagt cgacttggcg gactccaacc agaagctgag 2220 
catccagcgc gtgcgcgagg aggatgcggg acgctatctg tgcagcgtgt gcaacgccaa 2280 
gggctgcgtc aactcctccg ccagcgtggc cgtggaaggc tccgaggata agggcagcat 2340 
ggagatcgtg atccttgtcg gtaccggcgt catcgctgtc ttcttctggg tcctcctcct 2400 
cctcatcttc tgtaacatga ggaggccggc ccacgcagac atcaagacgg gctacctgtc 2460 
catcatcatg gaccccgggg aggtgcctct ggaggagcaa tgcgaatacc tgtcctacga 2520 
tgccagccag tgggaattcc cccgagagcg gctgcacctg gggagagtgc tcggctacgg 2580 
cgccttcggg aaggtggtgg aagcctccgc tttcggcatc cacaagggca g^gctgtga 2640 
caccgtggcc gtgaaaatgc tgaaagaggg cgccacggcc agcgagcacc gcgcgctgat 2700 
gtcggagctc aagatcctca ttcacatcgg caaccacctc aacgtggtca acctcctcgg 2760 
ggcgtgcacc aagccgcagg gccccctcat ggtgatcgtg gagttctgca agtacggcaa 2820 
cctctccaac ttcctgcgcg ccaagcggga cgccttcagc ccctgcgcgg agaagtctcc 2880 
cgagcagcgc ggacgcttcc gcgccatggt ggagctcgcc aggctggatc ggaggcggcc 2 940 
ggggagcagc gacagggtcc tcttcgcgcg gttctcgaag accgagggcg gagcgaggcg 3 000 
ggcttctcca gaccaagaag ctgaggacct gtggctgagc ccgctgacca tggaagatct 3060 
tgtctgctac agcttccagg tggccagagg gatggagttc ctggcttccc gaaagtgcat 3120 
ccacagagac ctggctgctc ggaacattct gctgtcggaa agcgacgtgg tgaagatctg 3180 
tgactttggc cttgcccggg acatctacaa agaccctgac tacgtccgca agggcagtgc 3240 
ccggctgccc ctgaagtgga tggcccctga aagcatcttc gacaaggtgt acaccacgca 3300 
gagtgacgtg tggtcctttg gggtgcttct ctgggagatc ttctctctgg gggcctcccc 3360 
gtaccctggg gtgcagatca atgaggagtt ctgccagcgg ctgagagacg gcacaaggat 3420 
gagggccccg gagctggcca ctcccgccat acgccgcatc atgctgaact gctggtccgg 3480 
agaccccaag gcgagacctg cattctcgga gctggtggag atcctggggg acctgctcca 3540 
gggcaggggc ctgcaagagg aagaggaggt ctgcatggcc ccgcgcagct ctcagagctc 3600 
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OIPE 

— > «y?sss«SS?V../33..». SS: !:«•• 

Input Set: 1534376. RAW 

agaagagggc agcttctcgc aggtgtccac catggcccta cacatcgccc aggctgacgc 3660 
tgaggacagc ccgccaagcc tgcagcgcca cagcctggcc gccaggtatt "aactgggt 3720 
gLctttccc gggtgcctgg ccagaggggc tgagacccgt ggttcctcca ggatgaagac 3780 
atttgaggaa Kccccatga ccccaacgac ctacaaaggc tctgtggaca accagacaga 3840 
cagtgggatg gtgctggcct cggaggagtt tgagcagata gagagcaggc atagacaaga 3900 
aagcggcttc aggtagctga agcagagaga gagaaggcag catacgtcag cattttcttc 3 6 
Jgcactta taagaaagat caaagacttt aagactttcg ctatttcttc tactgctatc 4020 

102 , tactacaaac ttcaaagagg aaccaggagg acaagaggag catgaaagtg g^caaggagt 4080 

103 fjk\C gtgaccactg aagcaccaca gggaaggggt taggcctccg gatgactgcg 99 ca ^ctg 4140 
/L' gaLatatcc agcctcccac aagaagctgg tggagcagag tgttccctga ctcctccaag 4200 

„ > llsfif^ gaaagggaga cgccctttca tggtctgctg agtaacaggt g«$tcccag 'cactggcgt 4260 

106^ i'S* Lctgcttga ccaaagagcc ctcaagcggc ccttatgcca gcgtgacaga gggctcacct 4320 

xoit A cttgccttct aggtcacttc tcacacaatg tcccttcagc acctgaccct gtgcccgcca 4380 

108 «U*^ gttattcctt ggtaatatga gtaatacatc aaagag 

109 ^<210> SEQ ID NO 2 

110 <211> LENGTH: 216 

111 <212> TYPE: DNA 

112 <213> ORGANISM: Homo sapiens 

113 <220> FEATURE: 

114 <223> OTHER INFORMATION: Human Flt4 cDNA (3 ■ end-long form) 

S <4 ° 0> "gc/gcttcagctg taaaggacct ggccagaatg tggctgtgac cagggcacac 60 

117 cctgactccc aagggaggcg gcggcggcct gagcgggggg cccgaggagg ccaggtgttt 120 

lia tacaacagcg agtatgggga gctgtcggag ccaagcgagg aggaccactg ctccccgtct 180 

119 gcccgcgtga ctttcttcac agacaacagc tactaa 

120 <210> SEQ ID NO 3 

121 <211> LENGTH: 4273 

122 <212> TYPE: DNA 

123 <213> ORGANISM: Artificial Sequence 

lit tit ^INFORMATION: Description of Artificial Sequence: pLTRpoly 

126 vector 

HI <4 ° 0> "tcg'atttcgaacc cgggggtacc gaattcctcg agtctagagg agcatgcctg 60 
129 caggtcgacc gggctcgatc ccctcgcgag ttggttcagc tgctgcctga ggctggacga 120 

III ccScggag ttctaccggc agtgcaaatc cgtcggcatc caggaaacca gcagcggcta 180 

tccgcgcatc catgcccccg aactgcagga gtggggaggc acgatggccg ctttggtccc 24 
132 gga^ttgt gaaggaacct tacttctgtg gtgtgacata attggacaaa ctacctacag 300 

aga taaag ctcfaaggta aatataaaat ttttaagtgt ataatgtgtt aaactactga 
14 ttctaattgt ttgtgtattt tagattccaa cctatggaac tgatgaatgg ^gcagtggt 420 

135 ggaatgcctt taatgaggaa aacctgtttt gctcagaaga aatgccatct *gtgatgatg 480 

III aqqctactgc tgactctcaa cattctactc ctccaaaaaa gaagagaaag gtagaagacc 540 

ccaaggactt tccttcagaa ttgctaagtt ttttgagtca tgctgtgttt agtaatagaa 600 
HI ctcSgcttg ctttgctatt tacaccacaa aggaaaaagc tgcactgcta tacaagaaaa 6 0 

ttatggaaaa atatLtgta acctttataa gtaggcataa cagttataat cataacatac 720 
tgttt?ttct tactccacac aggcatagag tgtctgctat taataactat ^tcaaaaat 
tgtgtacctt tagcttttta atttgtaaag gggttaataa ggaa atg a ag g 



aacctcccac accccccuuL ^a^^— ^_,., Mt . 102 o 

ttgtttattg cagcttataa tggttacaaa taaagcaata gcatcacaaa tttcacaaat 1020 



OIPE 



«aw CFOTTPNCE LISTING DATE: 04/15/2000 

PAGE : 4 ^? Q A ™LICMI0« S S /09/534 . 376 

Input Set: 1534376. RAW 
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aaagcatttt tttcactgca ttctagttgt ggtttgtcca aactcatcaa tgtatcttat 1080 
catgtctgga tctgccggtc tccctatagt gagtcgtatt aatttcgata agccaggtta 1140 
acctgcatta atgaatcggc caacgcgcgg ggagaggcgg tttgcgtatt gggcgctctt 1200 
ccgcttcctc gctcactgac tcgctgcgct cggtcgttcg gctgcggcga gcggtatcag 1260 
ctcactcaaa ggcggtaata cggttatcca cagaatcagg ggataacgca ggaaagaaca 1320 
tgtgagcaaa aggccagcaa aaggccagga accgtaaaaa ggacgcgttg ctggcgtttt 1380 
tccataggct ccgcccccct gacgagcatc acaaaaatcg acgctcaagt cagaggtggc 1440 
gaaacccgac aggactataa agataccagg cgtttccccc tggaagctcc ctcgtgcgct 1500 
ctcctgttcc gaccctgccg cttaccggat acctgtccgc ctttctccct tcgggaagcg 1560 
tggcgctttc tcaatgctca cgctgtaggt atctcagttc ggtgtaggtc gttcgctcca 1620 
agctgggctg tgtgcacgaa ccccccgttc agcccgaccg ctgcgcctta tccggtaact 1680 
atcgtcttga gtccaacccg gtaagacacg acttatcgcc actggcagca gccactggta 1740 
acaggattag cagagcgagg tatgtaggcg gtgctacaga gttcttgaag tggtggccta 1800 
actacggcta cactagaagg acagtatttg gtatctgcgc tctgctgaag ccagttacct i860 
tcggaaaaag agttggtagc tcttgatccg gcaaacaaac caccgctggt agcggtggtt 1920 
tttttgtttg caagcagcag attacgcgca gaaaaaaagg atctcaagaa ^ctttga 1980 
tcttttctac ggggtctgac gctcagtgga acgaaaactc acgttaaggg attttggtca 2040 
tgagattatc aaaaaggatc ttcacctaga tccttttaaa ttaaaaatga agttttaaat 2100 
caatctaaag tatatatgag taaacttggt ctgacagtta ccaatgctta atcagtgagg 2160 
cacctatctc agcgatctgt ctatttcgtt catccatagt tgcctgactc cccgtcgtgt 2220 
agataactac gatacgggag ggcttaccat ctggccccag tgctgcaatg ataccgcgag 2280 
acccacgctc accggctcca gatttatcag caataaacca gccagccgga ^^gagc "40 
gcagaagtgg tcctgcaact ttatccgcct ccatccagtc tattaattgt tgccgggaag 2400 
ctagagtaag tagttcgcca gttaatagtt tgcgcaacgt tgttgccatt gctacaggca 2460 
tcgtggtgtc acgctcgtcg tttggtatgg cttcattcag ctccggttcc caacgatcaa 2520 
ggcgagttac atgatccccc atgttgtgca aaaaagcggt tagctccttc ggtcctccga 2580 
tcgttgtcag aagtaagttg gccgcagtgt tatcactcat ggttatggca jcactgcata 2640 
•ttctcttae tgtcatgcca tccgtaagat gcttttctgt gactggtgag tactcaacca 2700 
agtcattctg agaatagtgt atgcggcgac cgagttgctc ttgcccggcg tcaatacggg 2760 
aLataccgc gccacatagc agaactttaa aagtgctcat cattggaaaa ^ttcttcgg 2820 
ggcgaaaact ctcaaggatc ttaccgctgt tgagatccag ttcgatgtaa cccactcgtg 2880 
cacccaactg atcttcagca tcttttactt tcaccagcgt ttctgggtga gcaaaaacag 2940 
gaaggcaaaa tgccgcaaaa aagggaataa gggcgacacg gaaatgttga atactcatac 3000 
tcttcctttt tcaatattat tgaagcattt atcagggtta ttgtctcatg agcggataca 3060 
tatttgaatg tatttagaaa aataaacaaa taggggttcc gcgcacattt ccccgaaaag 3120 
tgccacctga cgtctaagaa accattatta tcatgacatt aacctataaa aataggcgta 3180 
tcacgaggcc ctttcgtctc gcgcgtttcg gtgatgacgg tgaaaacctc tgacacatgc 3240 
agctcccgga gacggtcaca gcttgtctgt aagcggatgc cgggagcaga caagcccgtc 300 
agggcgcgtc agcgggtgtt ggcgggtgtc ggggctggct taactatgcg sreatcagagc 360 
agattgtact gagagtgcac catatggaca tattgtcgtt agaacgcggc tacaattaat 420 
acataacctt atgtatcata cacatacgat ttaggtgaca ctatagaact cgagcagagc 3480 
ttccaaattg agagagaggc ttaatcagag acagaaactg tttgagtcaa ctcaaggatg 3540 
gtttgaggga ctgtttaaca gatccccttg gtttaccacc ttgatatcta ccattatggg 3600 
acccctSSt gtactcctaa tgattttgct cttcggaccc tgcattctta atcgattagt 3660 
ccaatttgtt aaagacagga tatcagtggt ccaggctcta gttttgactc aacaatatca 3720 
ccagctgLg cct.tag.gt acgagccata gataaaataa .agattttat ttagtctcca 780 
gaaaaagggg ggaatgaaag accccacctg taggtttggc aagctagctt aagtaacgcc 3840 
a^tttgcaag gcatggaaaa atacataact gagaatagag aagttcagat caaggtcagg 3900 
aacagatgga acagctgaat atgggccaaa caggatatct gtggtaagca Jttcctgccc 3 60 
cggctcaggg ccaagaacag atggaacagc tgaatatggg ccaaacagga tatctgtggt 4020 



OIPE 



PACE . 5 RAW SEQUENCE LISTING DATE : 04/15/2000 

PAGE . 5 PATENT APPLICATION US/09/534,376 TIME: 14:27:24 

input Set: 1534376. RAW 



195 aagcagttcc tgccccggct cagggccaag aacagatggt ccccagatgc ggtccagccc 4080 

196 tcagcagttt ctagagaacc atcagatgtt tccagggtgc cccaaggacc tgaaatgacc 4140 

197 ctgtgcctta tttgaactaa ccaatcagtt cgcttctcgc ttctgttcgc gcgcttctgc 4200 

198 tccccgagct caataaaaga gcccacaacc cctcactcgg ggcgccagtc ctccgattga 4260 

199 ctgagtcgcc egg 

200 <210> SEQ ID NO 4 

201 <211> LENGTH: 40 

202 <212> TYPE: PRT 

203 <213> ORGANISM: Homo sapiens 

204 <220> FEATURE: 

205 <223> OTHER INFORMATION: Fit 4 c- terminal peptide 

206 <400> SEQUENCE: 4 

207 Pro Met Thr Pro Thr Thr Tyr Lys Gly Ser Val Asp Asn Gin Thr Asp 

208 1 5 10 15 
Ser Gly Met Val Leu Ala Ser Glu Glu Phe Glu Gin lie Glu Ser Arg 



20 25 30 



209 
210 

211 His Arg Gin Glu Ser Gly Phe Arg 

212 35 40 

213 <210> SEQ ID NO 5 

214 <211> LENGTH: 18 

215 <212> TYPE: PRT 

216 <213> ORGANISM: Homo sapiens 

217 <220> FEATURE: 

218 <223> OTHER INFORMATION: At position 1, Xaa = Unknown 

219 <220> FEATURE: , . _^ _ 

220 <223> OTHER INFORMATION: N-terminal sequence from VEGF-C purified from PC-3 

221 conditioned medium 
J 222 <400> SEQUENCE: 5 

W--s0r223 Xaa Glu Glu Thr He Lys Phe Ala Ala Ala His Tyr Asn Thr Glu He 

225 Leu Lys 

226 <210> SEQ ID NO 6 

227 <211> LENGTH: 219 

228 <212> TYPE: DNA 

229 <213> ORGANISM: Artificial Sequence 

230 <220> FEATURE: 

231 <223> OTHER INFORMATION: Description of Artificial Sequence: vector and 
23 2 human VEGF-C cDNA 

233 <400> SEQUENCE: 6 

234 tcactatagg gagacccaag cttggtaccg ageteggate cactagtaac ggccgccagt 60 

235 gtggtggaat tcgacgaact catgactgta ctctacccag aatattggaa aatgtacaag 120 

236 tgtcagctaa ggcaaggagg ctggcaacat aacagagaac aggccaacct caactcaagg 180 

237 acagaagaga ctataaaatt cgctgcagca cactacaac 

238 <210> SEQ ID NO 7 

239 <211> LENGTH: 1997 

240 <212> TYPE: DNA 

241 <213> ORGANISM: Homo sapiens 

242 <220> FEATURE: 

243 <221> NAME/KEY: CDS 

<222> LOCATION: (352 )..( 1608) 
PI&3S6 NotG' . / 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the / 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 

<223> fields of each sequence which presents at least one n or Xaa. 



VERIFICATION SUMMAR^ DATE: 04/15/2000 



PAGE: 6 PATENT APPLICATION US/09/534,376 TIME: 14:27:24 

Input Set: 1534376 .RAW 



Line ? Error/Warning 

105 W " N " or "Xaa" used: Feature required 

223 W "N" or "Xaa" used: Feature required 

336 W Invalid/Missing Amino Acid Numbering 

1245 W "N" or "Xaa" used: Feature required 



Original Text 

gaaagggaga cgccctttca tggtctgctg agtaacag 
Xaa Glu Glu Thr He Lys Phe Ala Ala Ala H 

Gly val Ala Thr Asn Thr Phe Phe Lys Pro P 



